The functional analysis of Apple MdAGR involved in the regulation of

adventitious root formation by affecting protein localization of MdRR12
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In this study, we analyzed the expression patterns of MdAGR in apple with different rooting abilities, tissue and the critical period of material
adventitious root (AR) development. MdAGR gene was cloned using apple rootstock "M9-T337" as template. At present, MdAGR overexpressed
and silenced transgenic plants of apple are being constructed, which will be treated with auxin and other hormones in the later stage for phenotypic
identification, physiological index determination and gene expression level detection, and comprehensive analysis of the function of MdAGR in AR

development.

SR B A LB 2RI 5 B B |

Clonal dwarfing rootstock breeding is a uniqué and urgent problem |
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MdRR1?2 can inhibit the occurrence of AR and screened and [ =mmmnz ] [ rrwmmr ]
excavated its interaction gene MdAGR. Auxin-responsive MdAGR [ T
was first discovered to play a role in regulating AR formation. R
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1. Analysis of MdAGR expression patterns 3.Cloning and subcellular localization of the codlng region
g e of MdAGR
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1.Functional analysis of MdAGR regulation of AR formation
MdAGR overexpressed and silenced transgenic plants of apple are being
constructed, which will be treated with auxin and other hormones in the later
stage for phenotypic identification, physiological index determination and gene
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2. Functional analysis of MdAGR promoting adventitious root 2.The interaction between MdAGR and MdRR1?2 affects the
occurrence protein localization of MdRR12

we will conduct bimolecular fluorescence complementation (BiFC) experiment
to analyze the interaction between MdAGR and MdRR 12 and nuclear protein
separation experiment to quantify whether MdRR 12 nuclear protein signal is
mediated by MdAGR protein.

ool o * Thanks to the fruit tree Developmental Biology Laboratory in
T R VR e A P [ R e T s 4.5 MdAGR W HEFT S A IR IN AN SEAR R T S 5 : : s 1 .
b ) MUAGR B 10 R R, Northwest Arid Region for providing the experimental platform
sl T @) AREH: (O FERKE. . . ..
* Thanks to the national college student Innovation training
project funding



